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Genetic diversity in NBSAPs & 7th National Reports

Gen

change and supports their long-term persistence. The KMGBF,

part

conserve genetic diversity, with progress tracked through
headline indicator A.4 and complementary indicators. NBSAPs

and

are translated into national priorities, action and reporting,
providing insight into progress, remaining gaps and constraints

etic diversity enables species to adapt to environmental

ﬂeadline indicator A.4

Also known as N, > 500. This
indicator measure is the
proportion of populations within

species with an effective
Qopulation size above 500.

icularly Target 4, strengthened global commitments to

7th National Reports (7NRs) show how these commitments

to implementation.

KEY MESSAGES

Among the 15 Parties with pre- and post-KMGBF NBSAPs, most continued to prioritize genetic
diversity after adoption of the KMGBF (Fig. 1).

Genetic diversity is part of national priorities: 100 NBSAPs were reviewed, and all 100
mentioned genetic diversity, although only 18 mentioned “effective population size”.

Genetic diversity is widely incorporated into national targets: Of 135 National Reports reviewed,
91 included an explicit genetic diversity target and 71 incorporated genetic diversity into other
national targets (Fig. 2).

Uptake of headline indicator A.4 (Ne > 500) is underway: 23 Parties reported on A.4, including
15 reporting values consistent with the indicator methodology, while a further 13 indicated that
assessment was in progress (Fig. 3).

Parties reported the need for more data as a key constraint: However, genetic indicators can be
reported using proxies that do not require molecular data. Existing population and demographic
information, coupled with freely available methods, tools and guidance, can support reporting
and help overcome perceived data limitations.
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Fig. 1: Genetic diversity mentions before and after
the KMGBF

Fig. 2: Genetic diversity context in NBSAPs &

7NRs
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What is the status of A.4 reporting?

15 Parties reported the A.4 indicator using the accepted methodology, 13 indicated that

assessment was in progress, but not yet ready.
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Fig. 3: Map indicating countries that have reported on A.4 indicator and that have

mentioned effective population size
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This material is based upon work from COST Action GENOA, CA23121, supported by COST (European

Funded by Cooperation in Science and Technology). COST is a funding agency for research and innovation

n the European Union  .1\yorks. Our Actions help connect research initiatives across Europe and enable scientists to grow
their ideas by sharing them with their peers. This boosts their research, career and innovation.
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